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RAW SEQUENCE LISTING DATE: 12/26/2000 

PATENT APPLICATION: US/09/555,7 80 TIME: 16:31:15 

Input Set : A:\Pto.txt 

Output Set: N:\CRF3\12 262000\l5 557 80.raw 



3 <110> APPLICANT: .1NSTI.TUT NATIONAL DE LA SANTE ET DE LA RECHERCHE 

4 M 

5 CENTRE NATIONAL DE LA RECHERCHE SCIENTIFIQUE 

6 (C.N. 

7 INSTITUT PASTEUR DE LILLE 

8 G R AS - MA S S E , He I e n e 

9 BOSSUS, Marc 
10 LIPPENS, Guy 

X 1 W I ERU 3 E s K I , Je a n - M .1 c h e 1 

12 TARTAR, Andre 

13 GUILLET, Jean -Gerard 

14 B O I J RG A UL T - V I LL ADA , Tsnbelle 

16 <120> TITLE OF INVENTION: Mixed lipopeptide micelles for inducing an immune 

17 response and their therapeutic uses. 
19 <130> FILE REFERENCE: LipOpep L.i des - INSERH 

C--> 21 <I40> CURRENT APPLICATION NUMBER: US/09/5 55,7 80 
C--> 22 <141> CURRENT FILING DATE: 2000-06-02 

24 <150> PRIOR APPLICATION NUMBER: FR9715246 

2 5 <151> PRIOR FILING DATE: 1997-12-03 

2 7 <160> NUMBER OF SEQ ID NOS : 284 

29 <170> SOFTWARE: Patentln Ver . 2.1 



<21p> SEQ ID NO: 2 
<211> LENGTH: 33 
<2:i2> TYPE: PRT 

<213> ORGANISM: Human immunodeficiency virus 
<220> FEATURE: 
<221> NAME/KEY: LIPID 
<222> LOCATION: (33) 

<223> OTHER INFORMATION: PALMITOYL DERIVATIVE 
<400> SEQUENCE: 2 

Val Gly Phe Pro Val Thr Pro Gin Val Pro Leu Arg Pro Met_^\ ^ 



Does Not Comply 
Corrected Diskette Needed 



ERRORED 






4 2 






4 3 






44 






4 5 






4 7 






48 






49 






50 






52 






53 


E-- 


> 


54 


E-- 


> 


55 


E-- 


> 


56 






58 


E-- 


> 


59 


E-- 


> 


60 






62 






67 






68 






69 






70 






72 



Thr Tyr . 

1 5 10 

15 

Lys Ala Ala val Asp Leu Ser His Phe Leu Lys Glu Lys Gly _^ 

Gly Leu - - ■ 

20 25 30 

Lys 

<210> SEQ TO NO: 3 
<211> LENGTH: 32 
<212> TYPE: PRT 

<2.13> ORGANISM: Human immunodeficiency virus 
<220> FEATURE: 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/55 5,7 80 



OAT 13 : 12/26/20 00 
TIME: 16:31:15 



fnput Set : A:\Pto.txt 

Output Set: N:\CRF3\12262000\I555780.raw 



7 3 <221> NAME/KEY: LIPID 
74 <222> LOCATION: (32) . 

7 5 <2 2 3> OTHER INFORMATION: PALMITOYL DERIVATIVE 
77 <4 0 0> SEQU ENC E : 3 

7 8 Thr Gla Gly Tyr Pho Pro Asp Trp Gin Asn Tyr Thr Pro Gly 
E--> 79 Pro Gly 

E--> 80 1 5 10 , 

E--> 81 15 

83 Val Arg Tyr Pro Leu Thr Phe Gly Trp Cys Tyr Lys Leu Val 
E--> 84 Pro Lys 

E--> 85 20 25 30 

02 <210> SEO fD NO: 4 

93 <21.L> LENGTH: 25 

94 <2.12> TYPE: PRT 

9 5 <213> ORGANISM: Human immunodeficiency virus 

97 <220> FEATURE: 

98 <221> NAME/KEY: LIPID 

99 <2 22> LOCATION: (25) 

■ 100 <223> OTHER INFORMATION: PALMITOYL DERIVATIVE ' 
102 <4 00> SEQUENCE: 4 

103 'Glu Trp Arg Phe Asp Ser Arg Leu Al a Phe His His Val Ala 
E--> 104 Arg Glu 

E--> 105 1 5 10 

E--> 106 15 

10 8 Leu His Pro Glu Tyr Phe Lys Asn Lys 
E--> 109 20 25 

1.13 <210> SEQ TD NO: 5 

114 <211> LENGTH: 33 

115 <212> TY.PE: PRT 

116 <213> ORGANISM: Human immunodeficiency virus 
118 <2 20> FEATURE: 

'119 <221> NAME/KEY: LIPID 

120 <222> LOCATION: (33) . 

121 <223> OTHER INFORMATION: PALMITOYL DERIVATIVE 
12 3 <4 00> SEQUENCE : 5 

.124 Asp Leu Asn Thr Met Leu Asn. Thr Val Gly Gly His Gin Ala 
E--> 125 Ala Met 

E— > 126 1 5 10 

E--> 127 15' 

.129 Gin Met Leu Lys Glu Thr Tie Asn Glu Glu Ala Ala Glu Trp 
E--> 13 0 Asp Arg 

E--> 131 20 ■ 25 30 

133 Lys 

138 <210> SEQ ID NO: 6 

139 <21'1> LENGTH: 33 * 

140 <212> TYPE: PRT 

141 <213> ORGANISM: Human immunodeficiency virus 
14 3 <2 20> FEATURE: 

14 4' < 2 2 1 > NAM E/KEY : L T P .1 D 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/555,780 



DATE : .12/2 6/2000 
TIME: 16:31:15 



Input; Set : A:\Pto.txt 

Output Set: N:\CRF3\12262000\l555780.raw 







14 5 






146 






14 8 






14 9 


E- 


- > 


150 


E- 


- > 


151 


E- 


- > 


152 






154 


E~ 


- > 


155 


E- 


-> 


156 






158 






16 3 






164 






1.6 5 






166 






168 






16 9 






170 






17.1 






173 






174 


E- 


-> 


175 


E- 


- > 


176 


E- 


- > 


177 






179 


E- 


- > 


180 


E- 


- > 


181 






.1. 8 3 






3 53 






3 54 






355 






3 56 






3 58 






359 






360 






361 






364 






365 


E- 


- > 


3 66 


E- 


- > 


367 


E- 


-> 


368 






370 


E- 


-> 


371 






375 






376 






377 






378 






380 






381 



PALM I TOY I. DERIVATIVE 



Pro Val Gly Glu He Tyr Lys Arg Trp He 



10 



<22 2> LOCATION: (33) 
< 2 2 3> OTHER T N FORMATION : 
<4 00> SEQUENCE: 6 
Asn Pro Pro lie: 
He Leu 

1 
15 

Gly Leu Asn Lys He Val Arg Met Tyr Ser Pro Thr Ser He 
Leu Asp 

20 25 30 

Lys 

<210> SEQ ID NO: 7 
<2;il> LENGTH: 34 
<212> TYPE : PUT 

<213> ORGANISM: Hmnan Inununode 1 iciency virus 

<220> FEATURE: 

<221> NAME/KEY: LIPID 

<222> LOCATION: (34) 

<223> OTHER INFORMATION: PALMI'IOYL DERIVATIVE 
<4 00> SEQUENCE: 7 

Thr Arg Pro Asn Asn Asn Thr Arg Lys Ser He His He Gly 
Pro Gly 

15 10 

15 

Arg Ala Phe Tyr Ala Thr Gly Glu He He Gly Asp He Arg 
Gin Ala 

20 25 30 

His Lys 

<210> SEQ ID NO: 23 
<211> LENGTH : 27 
<212> TYPE: PRT 

<213> ORGANISM: Simian immunodeficiency virus 

<220> FEATURE: 

< 2 2 1 > NAM E/ KEY: LI P I D 

< 2 2 2 > LOG AT ION : (27) 

<223> OTHER INFORMATION: PALM I TO YL DERIVATIVE 
<4 00> SEQUENCE: 2 3 

Ser Val Arg Pro Lys Val Pro Leu Arg Ala Met Thr Tyr Lys 
Leu Ala 

15 10 

15 

He Asp Met Ser His Phe He Lys Glu Lys Lys 

20 25 
<210> SEQ ID NO: 2 4 
<211> LENGTH: 24 
<212> TYPE: PRT 

<213> ORGANISM: Simian immunodeficiency virus 

<2 20> FEATURE: 

<22'1> NAME/KEY: LIPID 
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RAW SEQUENCE LISTING 

PATE NT AP P L IC AT .TON : US/ 09/555,780 



DATE: .12/26/2000 
TIME: 16:31:15 



Input.. Set : A:\Pto.txt 

Output. Sot: N:\CRF3\12262000\l555780.raw 







382 






38 3 






385 






386 


E- 


- > 


387 


E- 


- > 


388 


E- 


- > 


389 






391 


E- 


- > 


392 






3 96 






397 






398 






3 99 


W- 


- > 


400 






4 01 






402 






403 






405 






4 06 


E- 


- > 


407 


E- 


- > 


408 


E- 


- > 


409 






411 


E- 


- > 


412 






4.1 6 






417 






418 






419 






4 2.1 
422 






423 






4 24 






4 26 






427 


E- 


- > 


428 


E- 


-> 


429 


E- 


- > 


430 






432 


E- 


- > 


433 






437 






4 38 






4 39 






440 






442 






4 43 






4 44 






44 5 






4 47 






44 8 



<222> LOCATION: (24) 

<2 2 3> OTHER INFORMATION 

<4 0 0> SEQUENCE: 24 

Glu Lys Gly Gly Leu Glu 

His Arg 

1 5 

15 

Tie Leu Asp Met Tyr Leu 
20 

<2.10> SEQ ID NO: 25 
<211> LENGTH: 2 5 
<212> TYPE: PPT 
<213> ORGANISM : 
<220> FEATURE: 
<221> NAME/KEY: 
<22 2> LOCATION: 
<22 3> OTHER INFORMATION 
<400> SEQUENCE: 2 5 
Asp Trp Gin Asp Tyr Thr 
Lys Thr 

1 5 

15 

Phe 



PALMITOYL DERIVATIVE 
Gly T le Tyr Tyr Ser Ala Arg Arg 
10 

Glu Lys 



Simian immunode ficiencv virus 



LIPID 
(25) 



Gly Trp 



Leu 
20 

SEQ ID NO: 
LENGTH: 26 
TYPE: PPT 
ORGANISM: 
FEATURE : 
NAME/KEY : 
LOCATION : 



Trp Lys 



PALMITOYL DERIVATIVE 
Ser Gly Pro Gly He Ary Tyr Pro 
10 

Leu Val Lys 
25 




LIPID 
(26) 



<210> 
<211> 
<212> 
<213> 
<2 2 0> 
<221> 
<222> 

<2 2 3> OTHER INFORMATION 
<400> SEQUENCE: 2 6 
Ser Lys Trp Asp Asp Pro 
Phe Asp 

1 5 

15 

Pro Thr Leu Ala Tyr Thr 
20 

SEQ ID NO: 27 
LENGTH : 2 8 
TYPE: PRT 
ORGANISM: 
FEATURE: 
NAME/KEY : 
LOCATION : 
OTH ER IN FORMAT ION 
<4 0 0> SEQUENCE: 27 
Tyr Thr Tyr Glu Ala 



Simian immunodeficiency virus 



<210> 
<211> 
<212> 
<213> 
<2 2 0> 
<2 2I> 
<222> 
<223> 



P ALM I TO YL D ERI VAT I V E 
Trp Gly Glu Val Leu Ala Trp Lys 
10 

Tyr Glu Ala Lys 
25 



Simian imnmnodef ieiency virus 



LIPID 
(28) 



Tyr 



PALMITOYL DERIVATIVE 
A. la Arg Tyr Pro Glu Glu Leu Glu 
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RAW SEQUENCE LISTING DATE: .12/26/2000 

PATENT APPLICAT VON : US/09/5 55 , 7 80 TIME : 16:31:15 

input: Set : A:\Pto.txt 

Output Set: N:\CRF3\12262000\I555780.raw 

E--> 449 Ala Ser 

E--> 450 15 10 

E--> 451 15 

45 3 Gin A.la Cys Gin Arg !ys Arg Leu Glu Glu Gly Lys 

E--> 454 20 25 

458 <210> SEQ ID NO: 2 8 

4 59 <211> LENGTH: 32 

4 60 <212> TYPE: PRT 

461 <213> ORGANISM : Simian immunodeficiency virus 

463 <2 20> FEATURE: 

464 <221> NAME/KEY: LIPID 
4 65 <222> LOCATION: (32) 

4 6 6 <2 2 3> OTHER IN FORMAT J.ON : PALM J. TOYL 0 E Rl VAT I. V E 

468 <.400> SEQUENCE: 28 

469 Lys Phe Gly Ala Glu Val Val Pro Gly Phe Gin Ala Leu Ser 
E--> 470 Glu Gly 

E--> 471 1 ,5 10 

E--> 472 15 

4 74 Cys T!vr Pro Tyr Asp lie Asm Gin Met Leu Asn Cys Val Gly 

E-- > 4 75 Asp Lys 

E--> 476 20 25 30 

4B3 <210> SEQ ID NO: 29 

4 84 <211> LENGTH: 3 7 

4 85 <212> TYPE: PRT 

4 86 <213> ORGANISM: Simian immunodeficiency virus 

4 88 <22 0> FEATURE: 

489 <22.1> NAME/KEY: LIPID 

4 90 <2 2 2> LOCATION: (37) 

4 91 <22 3> OTHER INFORMATION: PALM I TO YL DERIVATIVE 

493 <4 00> SEQUENCE: 29 

4 94 G.ln He Gin Trp Met Tyr Arg Gin. Gin Asn Pro He Val Gly 

E--> 495 Asn He 

E--> 496 15 10 

E--> 497 15 

499 Tyr Arg Arg Trp He Gin Leu Gly Leu Gin Lys Cys Val Arg 

E--> 50 0 Met Tyr 

E--> 501 20 25 30 

503 Asn Pro Thr Asa Lys 

E--> 504 35 

508 <210> SEQ ID NO: 30 

509 <211> LENGTH: '18 

510 <212> TYPE: PRT 

511 <213> ORGANISM: Simian immunodeficiency virus 

513 <220> FEATURE: 

514 <221> NAME/KEY: LIPID 

515 <22 2> LOCATION: (18) 

516 <223> OTHER INFORMATION: PALMITOYL DERIVATIVE 
518 <220> FEATURE: 

W--> 519 <2 21> NAME/KEY: MQjSLRES 




P 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/55 5,7 8 0 



DATE : 
TIME : 



.12/26/2000 
16 : 31 : 15 



Input; Set : 
Output Set: 



A:\Pto.txt 

N:\CRF3\12262000\I5557 80.raw 







520 






■521 






52 3 






524 


E- 


- > 


525 


E- 


- > 


526 


E- 


- > 


52 7 






529 






534 






535 






536 






537 






539 






540 






541 






54 2 






544 






545 


E- 


- >■ 


546 


E- 


- > 


547 


E- 


- > 


548 






550 


E- 


-> 


551 






55 5 






556 






557 






558 






560 






561 






562 






563 






565 






566 


E- 


- > 


567 


E- 


-> 


56 8 


E- 


- > 


569 






5 71 


E- 




572 


E- 


- > 


573 






580 






581 






502 






58 3 






58 5 






586 






587 






588 






590 






5 91 



<21Q> 
<2.\ 1; 



<2 2 0> 
<221> 



31 



Human immunodeficiency virus 

LIPID 
(20) 

PA LM I TOYL DERIVATIVE 



32 



■?ro Gly Gly Lys Lys Lys Tyr Lys 



10 



<2 22> LOCATION: (1) 

<2 2 3> OTHER INFORMATION: ACETYL ATI ON 
<4 00> SEQUENCE: 30 

Gin Tyr lie Lys Ala Asn Ser Lys Phe Tie Gly lie Thr Glu 
Leu Lys 

1 5 10 

15 

Lys Lys 

<210> SKQ ID NO: 
<2.1.1> LENGTH: 2 0 
<212> TYPE: PRT 
<213> ORGANISM: 
<22 0> FEATURE: 
<2 21> NAME/KEY: 
<22 2> LOCATION: 
<22 3> OTHER INFORMATION: 
<400> SEQUENCE: 31 
Glu Lys lie Arg Leu Arg 
Leu Lys 

1 5 " 

15 

His Tie Vai Lys 
20 

SEQ ID NO: 
LENGTH: 3 2 
:212> TYPE: PRT 
;213> ORGANISM: 
FEATURE : 
NAME/KEY: LIPID 
<2 2 2> LOCATION: (32) 
<2 2 3> OTHER INFORMATION: 
<4 00> SEQUENCE: 3 2 

Ala Tie Phe Gin Ser Ser Met; Thr Lys He Leu Glu Pro Phe 
Arg Lys 

1.5 10 

15 

Gin Asn Pro 
Tyr Lys 

20 25 

<210> SEQ ID NO: 3 3 
<211> LENGTH: 31 
<212> TYPE: PRT 

<213> ORGANISM: Human immunodeficiency virus 

<22 0> FEATURE: 

<22I> NAME/KEY: LIPID 

<2 2 2> LOCATION: (31) 

<22 3> OTHER INFORMATION: PALMITOYL DERIVATIVE 
<400> SEQUENCE: 33 

His Thr Gin Gly Tyr Phe Pro Asp Trp Gin Asn Tyr Thr Pro 




Human immu nod efficiency virus 



PALMITOYL DERIVATIVE 



\sp He Val He Tyr Gin Tyr Met Asp Asp Le 



30 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/555,7 80 



DATE: .12/26/2000 
TIME: 16:31:15 



Input Set : A:\Pto.txt 

Output Set: N:\CRF3\12262000\I555780.raw 



E- 


- > 


592 


Gly Pro 




E- 


-> 


593 


1 


5 


10 


E- 


- > 


594 


15 










596 


Gly Val Arg Tyr Pro Lou 


Tlrr Phe Gly Trp Leu Tyr 


E- 


- > 


597 


Lys 






E- 


- > 


598 




20 


25 






602 


<2.10> 


SEQ ID NO: 34 








603 


<21 1> 


LENGTH: 21 








604 


<212> 


TYPU: PRT . 








6 05 


<213> 


ORGANISM: Plasmodium falciparum 






607 


<220> 


FEATURE: 








608 


<2 21> 


NAME /KEY : LIPID 








609 


<222> 


LOCATION: (21) 








610 


<2 2 3> 


OTHER INFORMATION 


: PALM T TOY L DERIVATIVE 






612 


oi00> 


SEQUENCE: 34 








613 


Leu Leu Ser Asn He Giu 


Glu Pro Lys Glu Asn He 


E- 


- > 


614 


Asn Leu 




E- 


- > 


615 


1 


5 


10 


E- 


- > 


616 


15 










618 


Leu Asn Asn He Lys 




E- 


- > 


619 




20 








623 


<210> 


SEQ ID NO: 3 5 








624 


<211> 


LENGTH: 27 








525 


<212> 


TYPE: PRT 








6 26 


<213> 


ORGANISM: Plasmodium falciparum 






628 


<220> 


.FEATURE: 








6 29 


<221> 


NAME/KEY; LIPID 








6 30 


<222> 


LOCATION: (27) 








6 31 


<223> 


OTH E R 1" N FORMAT 10 N ; 


: PALMITOYL DERIVATIVE 






633 


<220> 


FEATURE: 








6 3 4 


<221> 


NAME/KEY : MOD_RES 








6 3 5 


<222> 


LOCATION: (1) 








G36 


<2 2 3> 


O TH E R IN FO RMAT ION: 


; ACETY.LATIOK 






633 


<4 0 0> 


SEQUENCE: 35 








639 


Asp Glu Leu Phe Asn Glti 


Leu Leu Asn Ser Val Asp 


E- 


- > 


640 


Gly Glu 




E- 


- > 


641 


1 


5 


10 


E- 


- > 


642 


15 










64 4 


Val L\ 


■S Glu Asn He Leu 


Glu Glu Ser Gin Lys 


E- 


- > 


645 




20 


2 5 






649 


<210> 


SEQ ID NO: 3 6 








6 50 


<211> 


LENGTH: 27 








651 


<212> 


TYPE: PRT 








652 


<211> 


ORGANISM: Plasmodium falciparum 






6 54 


<220> 


FEATURE: 








655 


<2 21> 


NAME/KEY : LIPID ■ 








656 


<2 22> 


LOCATION: (27) 








6 57 


<22 3> 


OTHER INFORMATION: 


PALM I TO YL D ER I VAT TV E 






6 59 


<220> 


FEATURE: 





30 
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RAW SEQUENCE LISTING DATE : .12/26/2000 

PATENT APPLICATION : US/0 9/5 55,760 T I ME : 1 6:31:15 

Til put Set : A:\Pto.txt 

Output Set : N:\CRF3\12262000\l555780.raw 

660 <221> WAKE/KEY: MOD_RES. 

661 <222> LOCATION :' (1) 

6-6.2 <22 3> OTHER INFORMATION:: ACETYL AT ION . . 

664 <400> SEQUENCE: 36 

665 Leu Glvi Glu Set* Gin Val Asn Asp Asp lie Fhe Asu Ser Leu 
E--> 666 Val Lys 

E-- > 667 1 5 10 " 

E--> 668 15 

670 Ser Val Gin Gin Glu Gin Gin His Asn Val Lys 
E--> 671 20 25 
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VERIFICATION SUMMARY DATE: .12/26/2000 

PATENT APPLICATION: US/09/5 55, 780 TIME : 16 : 31 : 17 

Input: Set : A:\Pto.txt 

Output. Set: N:\CRP3\12262000\I555780.raw 

L : 2 1 M : 270 C : Current Appl j. c a t i o n N u mbe r d i j; f e r s , Re p 1 a ced Cur re n t Ap plication Number 
L:22 M:271 C: Current Filing Date differs. Replaced Current Filing Date 
L:54 M:332 E: (32) Inva 1 id/11 is s.i rig Amino Acid Numbering, SEQ I'D : 2 
M : 3 3 2 Repea ted i n S e qtf o= 2 

L:79 M:332 E: (32) Invalid/Miss ing Amino Acid Numbering, SEQ ID: 3 



M 


: 332 


Repeated 


in SeqtJo-3 














L 


: 104 


M:332 E: 


(32) rnvalid/Missing 


Amino 


Acid 


Number: t ng , 


SEQ 


ID ; 


: 4 


M 


: 332 


Repeated 


in SeqWo-4 














L 


:125 


M:332 E: 


(32) I nva l.i d/M i s s in g 


Amino 


Acid 


Numbering , 


SEQ 


fD: 


: 5 


M 


: 332 


Repeated 


in SeqNo-5 














L 


:150 


M:332 E: 


(32) Invalid/Missing 


Amino 


Acid 


Numbering, 


SEQ 


ID: 


: 6 


M 


: 332 


Repeated 


in SeqNo-6 














L 


: 175 


M:332 E: 


(32) I n v a 1 i d/M i s s in g 


Amino 


Acid 


Numbering, 


SEQ 


ID: 


: 7 


M 


: 3 32 


Repeated 


in SeqNo=7 














L 


:36b 


M:332 E: 


(32) I n v a I id /Miss i n g 


Amino 


Acid 


Numbering , 


SEQ 


ID: 


:23 


M: 


: 3 32 


Repeated 


in Seqfcfo-23 














L; 


:387 


M:332 E: 


(32) Invalid/Missing 


Amino 


Acid 


Numbering, 


SEQ 


ID: 


: 24 


M: 


: 3 32 


Repeated 


in SeqNo^24 














[ j ; 


; 4 00 


M: 2S3 V7: 


Missing B.lank Line separator, <220> field 


identifier 


L ; 


: 4 07 


M:332 E: 


(32) Invalid/Missing 


Amino 


Acid 


Numbering , 


SEQ 


ID: 


: 25 


M ; 


: 3 3 2 


Repeated 


in SeqNo=25 














L: 


: 4 28 


M : 3 3 2 E : 


(32) 1 n v a .1 id /Mi s s 1 n g 


Amino 


Ac id 


Numbering , 


SEQ 


ID: 


26 


H: 


: 3 32 


Repeated 


in SeqNo=26 














L: 


: 4 4 9 


M:332 E : 


(32) Invalid/Missing 


Amino 


Acid 


Numbering , 


SEQ 


ID: 


27 


M : 


: 3 32 


Repeated 


in SeqNo-27 














Tj : 


: 4 7 0 


M : 3 3 2 E : 


(32) 1 nva .1 id /Mi s s i n g 


Ami no 


Acid 


Number ing, 


SEQ 


ID : 


2ft 


M: 


: 332 


Re pea ted 


in SeqNo=*28 














I.: 


: 195 


M:332 E : 


( 32 ) 1 nva .1 id/Mi s s ing 


Ami no 


Ac id 


Numbering, 


SEQ 


ID: 


29 


H: 


332 


Repeated 


in SeqNo-29 














L: 


519 


M:257 W: 


Feature value mis -spelled or invalid, <221> Name/Key 


L: 


525 


M:332 E: 


(32) lnva.1 id/Missing 


Ami no 


Ac id 


Numbering , 


SEQ 


ID: 


30 


M: 


332 


Repeated 


in SeqNo=30 














L : 


546 


M:332 E: 


(32) I nva 1 id /Mi s s i n g 


Amino 


Acid 


Numbering , 


SEQ 


ID : 


31 


M: 


33 2 


Repeated 


in SeqNo^31 














Tj : 


567 


M:332 E: 


( 32 ) Invai id/Missing 


Amino 


Acid 


Numbering, 


SEQ 


ID: 


32 


M: 


3 32 


Re pea ted 


in SeqNo=32 














L : 


5 92 


14:332 E: 


(32) lava 1 i d/Mi s s i n g 


Amino 


Acid 


Numbering , 


SEQ 


ID: 


33 


M: 


3 32 


Repeated 


in SeqNo^33 














L: 


614 


H : 3 3 2 E : 


(32) Invalid/Missing 


Amino 


Ac i d 


Numbering, 


SEQ 


ID": 


34 


M: 


332 


Repea ted 


in SeqNo=34 














L: 


640 


M:332 E: 


(32) Invalid/Missing 


Amino 


Acid 


Numbering , 


SEQ 


ID : 


35 


M : 


332 


Repeated 


in SeqNo™35 














L : 


666 


M:332 E: 


( 32 ) Invalid/Missing 


Amino 


Ac id 


Numbering , 


SEQ 


ID : 


36 


M: 


3 32 


Repea ted 


in SeqNo-36 














L: 


68 7 


M:332 E: 


(32) I nva 1 i d /M i. s s in g 


Amino 


Acid 


Numbering , 


SEQ 


ID : 


37 


M: 


332 


Repeated 


in SeqNo~37 














L: 


1664 


[ M:332 E: 


(32) Invaiid/Missinc 


1 Amino Acid Numbering 


/ SEC 


! ID:i: 


M : 


3 32 


Repeated 


in SeqNo=125 
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